In this paper, we consider the query evaluation problem in relational multidatabases and develop a method for generating optimal plans for queries submitted to such a system. Two aspects will be discussed: join tree balance and node allocation. For the first problem, we extend the approach for balancing a join tree proposed by Du et al. so 
Introduction
A multidatabase system (MDBS) is a database system which integrates pre-existing databases, called component local database systems (LDBSs), to support global applications accessing data at more than one LDBs. In such a system, as in a distributed database (DDBS), the query optimization is very important but quite different from the case of DDBSs. First, due to the heterogeneity of component databases, a query submitted to a multidatabase has to be decomposed and translated so that it can be evaluated against different, possibly heterogeneous, local databases (see [1, 2, 9, 12] ). On the other hand, due to the autonomy requirement, not only the communication costs but also the load measurements of local databases must be considered to generate an optimal execution plan for a given query.
In this paper, we confine ourselves to how to generate the optimal execution plans for queries and try to develop algorithms for this issue, by which both the join tree balance and the node allocation can be achieved. Many theoretical solutions have been proposed and different implementations provide varying approaches for such problems [6, 16, 8, 13, 7] . In [6] , a hybrid algorithm has been developed to transform a left deep join tree into a balanced bushy join tree based on a simple cost analysis, so that the overall response time can be reduced. However, how to allocate a (join) operation to a local database system is untouched. In [8] , another approach has been proposed to find both the node allocation and the sequence of join operations using linear programming. But the balance problem has not been taken into account there. Moreover, in that method, only the communication costs are considered (see Appendix B of [8] ) and the load measurements has not been addressed at all. Similarly, in [16] a third method has been suggested to find an optimal join sequence with node allocation from a query graph in an exhaustive but overhead-distributed manner. But the tree balance has not been considered by it. A fourth important approach is proposed by Evrendilek et al. [7] . The approach works in a three phase fashion. In the first phase, a static node allocation of decomposed subqueries is made. In the second phase, a join sequence of subqueries is generated in terms of weight functions, by which both the cost and the selectivity of join operations are considered. In the third phase, a bush join tree will be produced based on a cost recurrence relation calculated bottom-up over the nodes of the join tree being constructed. The algorithm requires O(n 3 ) time, where n is the number of nodes (or subqueries which are executed at local sites in the first phase) involved in the global query. By an exact analysis of the cost recurrence relation given in [7] , however, we can see that only the "static" load states of local machines are considered for generating a balanced join tree. That is, the changes of the load states of local sites during the join operations are not considered. Therefore, a generated join tree produced in terms of this cost recurrent relation may be unbalanced since a site may get another join operation after some join operation has been assigned to it, without being aware that the site may become heavily loaded as the joins proceed. Of course, we can assign more than one join operations to a site if after the assignment of one or more join operations its work load remains low, compared to the other sites. But it can be done only according to reasonable cost estimation.
propose a method for translating local queries automatically. Then, we refine the algorithm proposed by Du et al. [6] to find a more balanced tree from a left deep join tree (or join sequence) by extending the basic transformation employed by them. Next, we introduce the concepts of dynamic time table and constrained topological order to deal with the cost of join operations and the "dynamic load problem" discussed above, and devise an efficient algorithm for the node allocation with the communication and workloads of local database systems considered. The time complexity of our algorithm is bounded by O(n 2 ), which is the same as that of Du's method but better than Evrendilek's, by which O(n 3 ) time is required. We also notice that the load measurement will not damage autonomy, since no interference to local databases happens. The system enquires and changes the load states of local databases only by issuing queries and (decomposed) subqueries as local users.
The remainder of the paper is organized as follows. In Section 2, we present our strategy for balancing a join bushy tree, based on the basic transformation step proposed in [6] , which is extended to a more powerful transformation step in our implementation. In Section 3, we discuss the communication costs and the load measurements and introduce the concepts of dynamic time table and constrained topological order, based on which an efficient algorithm is developed. Section 4 is a short conclusion.
Balancing a join tree
In this and the next sections, we discuss our algorithm for tree balance and node allocation.
The main contribution of this algorithm is twofold:
(1) The algorithm can find more balanced join tree than Du's algorithm [6] ; but with the same time complexity. That is, only O(n 2 ) time is required, which is better than O(n 3 ) of Evrendilek's algorithm [7] .
(2) The concepts of the dynamic time table and the constrained topological order are introduced. With the help of these two data structures, the dynamic change of the load states of local database systems can be dealt with. In this sense, the deficiency of Evrendilek's algorithm is eliminated.
In the following, we first give our algorithm in a simple setting. The discussion of its complete version is postponed to Section 3 for ease of exposition.
The algorithm proposed by Du et al. can be used to transform a left deep join tree into a balanced bushy join tree. The main idea of that method is a repeated application of basic transformations to the join sequence (called the left deep join tree in [6] ). According to [6] , a basic transformation is a transformation step which takes a segment from a left deep join tree as the input, and then translate this segment as follows:
(1) The top node of the segment is called the upper anchor node (UAN) and the bottom node of the segment is called the lower anchor node (LAN) (see Fig. 1 (a); here n a and n b are the UAN and the LAN of the selected segment, respectively);
(2) The (direct) left child node (n c ) of the UAN (n a ) becomes the new UAN of the transformed segment (see Fig. 1(b) ); and the original UAN (n a ) will be removed from the left deep join tree;
(3) The LAN (n b ) remains unchanged but its (direct) right child node is replaced with a subtree corresponding to a join operation between the respective right child subtrees of n a and n b (see Fig. 1(c) ).
The primary use of a basic transformation is to balance left deep join trees. It does so by converting n sequentially executed joins (between and including the UAN and the LAN) into n-1 sequential joins (between and including the LAN and the new UAN) and a new join node (a node corresponding to a join operation) concurrent to the corresponding left child subtree of the LAN. In this way, since the number of sequentially executed joins between the LAN and the new UAN is one less than that of the original one, the query response time can be improved if the new join can be executed in parallel and at the same time causes no extra costs.
In fact, with the transformation of a left deep join tree into a bushy join tree, we should not restrict UANs and LANs to be on the same segment. Instead, a LAN can be any node in the subtree rooted at a UAN as long as the corresponding transformation reduces the response time of the subtree. Then, we can employ a depth-first search to find any LAN in the subtree and do the corresponding transformation if it is possible. For this purpose, we introduce the concept of the extended basic transformation.
Definition 1
An extended basic transformation (EB-transformation) is a transformation step which takes a subtree T as will be removed the input, and translate the subtree as follows:
(1) The root of the subtree is called the upper anchor node (UAN) and any node in the subtree may be taken as a lower anchor node (LAN); The advantage of the EB-transformation over the basic transformation [6] can be seen in the following example.
Example 1 Consider the bushy join tree shown in Fig. 2(a) . The cost of each base relation and the response time of each join node are shown in the figure. For simplicity, we assume that the cost of each local join is 5 units of time and between each pair of relations there exists a join predicate. Using the hybrid algorithm of [6] , this bushy join tree can be translated into the tree shown in Fig. 2(b) . But a further balance is not possible due to the restriction that a UAN and the corresponding LAN must be on the same segment, no matter what strategies, top-down or bottom-up, are utilized (see 4.3 of [6] ). However, if we use the EB-transformation as the basic transformation step, we can translate the tree shown in Fig. 2(b) into the tree shown in Fig. 2 (c) by taking n a (the root of the tree) as the UAN and n b (an interior node) as the LAN. From Fig. 2(b) , we see that n a and n b are not on the same segment.
In general, we have the following proposition.
Proposition 1
For any binary join tree T, if we take T's root as UAN, then applying EB-transformation to T is no worse than applying the basic transformation (proposed by Du et al) to T.
Proof. The proof is straightforward. See Fig. 3 . Since using the basic transformation of Du et al, UANs and LANs must be on the same segment, the possibility that an appropriate LAN for the root n a is selected by it is smaller than that by applying the EB-transformation, if the depth-first search method is employed in the implementation of the EBtransformation to traverse the corresponding subtree. For example, if an appropriate LAN on the segment exists, say n b (see Fig. 3 ), then both the basic transformation and EB-transformation will find it. However, if such a LAN does not exist, the basic transformation will do nothing for the current UAN.
In contrast, the EB-transformation will try another LAN, say n b ', if it exists. Therefore, a more balanced join tree can be obtained by applying the EB-transformation than by applying the basic transformation of Du et al.
Obviously, this improvement is at the cost of more searches of a subtree. Therefore, more time will be required by doing an EB-transformation step than by doing a basic transformation step. In other words, since the entire tree may be searched, O(n) time is needed to do an EB-transformation. However, by developing a recursive algorithm for generating balanced join trees (with the EB-transformation being used), this drawback can be overcome. As we will see below, the entire time complexity of the recursive algorithm is not worse than that of Du's hybrid algorithm. But more balanced binary trees can be generated.
Intuitively, for any join subtree, what we want is those EBtransformations, by which the response time can be improved. It motivates another important concept. The TIEB-transformation will be used in the following recursive algorithm. The key idea of it is that before a tree is balanced, the left child subtree of its root will be first balanced. Then, we take the root as the UAN and traverse the subtree in a depth-first manner to find a LAN so that the TIEB-transformation can be performed. With the TIEB-transformation together, this strategy leads to a more balanced tree.
Procedure tree-transformation(LDT, root) (*LDT stands for a left deep (or bushy) join tree; root represents its root.*) begin if the height of LDT h ≤ 2 then return; let LDT ′ and r-node be the left child subtree and the right child node of root, respectively; let a be the root of LDT ′; call tree-transformation(LDT ′, a); (*recursive call of tree-transformation*) let T be the balanced bushy join tree found by tree-transformation(LDT ′, a); perform a depth-first traversal of T to find a time improving LAN in T; if lan is such a node found in T, for which the TIEB-transformation can be applied and at the same time, it is the best compared to the other transformable nodes then {make the TIEB-transformation: remove root and its right child subtree from LDT; replace lan's right (or left) child node LS with a new join node between LS and r-node;} return; end
In the following, we make a sample trace to illustrate the behavior of the recursive algorithm.
Example 2. Fig. 4 (a) is a left deep join tree, in which each relation node is labeled with its cost and each join node is labeled with the response time of the subtree rooted at that node. As before, each join operation is assumed 5 units of time.
At the very beginning of the procedure, three recursive calls will be executed successively:
After the return from tree-transformation(LDT 3 , c) to treetransformation(LDT 2 , b), the first transformation (as shown in Fig. 4(b) ) happens and tree T 2 is the corresponding local balanced tree. Then, the control will be returned to treetransformation(LDT 1 , a). During the execution of it, tree T 2 will be searched and node d will be selected as the LAN (see Fig. 4(b) again) . Consequently, tree T 1 will be constructed as shown in Fig. 4(c) . Afterwards, the control will be returned to tree-transformation (LDT, root) . During the execution of it, T 1 will be traversed and node e will be selected as the LAN (see Fig. 4(c) again) . Lastly, the tree shown in Fig.  4 (d) will be generated.
The response time of the generated tree is 25 units of time. But using Du's method, 30 units of time are required (see [3] for a deep discussion.)
In addition, the time complexity of tree-transformation( ) is not worse than that of the hybrid algorithm, by which O(n⋅logn) basic transformations are required, where n is the number of base relations involved in the join tree. In contrast, tree-transformation( ) needs only n basic transformation, since there are only n recursive calls altogether and by each recursive call at most one TIEB-transformation may be performed. If we do not take the node allocation into acrecursive call recursive call recursive call count, the transformation used in our method will take the same time as that used in [6] . However, the complexity of the tree traversal in our method is O(n 2 ) time. This is the case as O(n) nodes will be accessed by each depth-first search of some subtree and there are n times of subtree traversals in the worst case. But the complexity of the tree traversal of the method proposed by Du et al. is also on the order of O(n 2 ) (see [5] ).
Algorithm for tree balance and node allocation
In the recursive algorithm discussed in Section 2, only a simple cost model is used to show that the TIEB-transformation really outperforms the basic transformation proposed in [6] .
In this section, we extend this algorithm to a realistic one with the communication cost and the node allocation considered. Especially, the deficiency of Evrendilek's method [7] will be removed by introducing the concept of dynamic time tables and constrained topological orders. In this way, the actual load states of a local machine can be taken into account. That is, not only the load states before the joins to be performed, but the load states during the evaluation of these joins can also be considered. It is obvious that the load state of a local machine will be changed if a new join operation is assigned to it. Then, attention to this fact should be paid for the allocation of the remaining join operations. In the cost recurrence relation proposed in [7] , this problem has not been touched.
Both the cost models developed in [8] and in [7] can be employed in our algorithm. However, in the following, we discuss another method in 3.1, intending to explore a theoretic way to simplify the relevant calculation. Then, in 3.2, the dynamic time table and the constrained topological order will be discussed in detail. At last, in 3.3, we give a complete version of our algorithm.
Communication costs and load measurements
In order to achieve a reasonable node allocation, we have to know both the load states of local databases and the communication costs of the network. To this end, we maintain a dynamic matrix for transmission rate between each pair of local databases and a dynamic table for load measurements, which will be changed periodically to indicate the actual load states of networks as well as local databases (see Fig.  5(a) and (b) ). Note that changing the dynamic table periodically is the only little workload imposed on the network by our global federated system manager. Fig. 5(a) is a sample transmission cost matrix, in which each c ij corresponds to the transmission rate from DB i to DB j . Such a matrix has to be changed periodically to record the actual transmission rates so that the actual load states of networks (accordingly, the data transmission delay) can be observed. In the table shown in Fig. 5(b) , each entry is used to store the actual frequency of queries arriving at some local database and its average serving time, in terms of which the response time can be calculated in terms of the queuing analysis. Concretely, we have the following formulas for computing response times, by assuming that the query arrival rate obeys the Poisson distribution and the service time is exponentially distributed [14] :
where λ represents the current query arrival rate and s represents the average service time.
For example, from the first entry of the table shown in Fig.  5(b) , we can know that the response time of DB 1 is t q = s / (1 -ρ) = 6.0/(1 -0.2) = 7.5.
The response time can be more exactly estimated by taking the join costs into account. For this purpose, we partition the costs of joins into several classes and record the average service time for each. For example, we can classify the costs of joins into four categories: J1, J2, J3 and J4, in terms of the ≤ cost J4 < ∞. Then, according to [14] , a sample load measurements may be of the form as shown in Fig. 6 , in which each type has a different service time.
Accordingly, the average response time can be calculated as follows (see [14] ):
Note that we can also compute each s Ji above using the regression cost formulas for "join queries" proposed in [18] if the access methods used in the local databases and the informations concerning the index structures (such as index-based join, clustered-index-based join, or sequential scan join) are known at the global schema level. Then, the index structures have to be taken into account for the join classification.
Conventional cost models [15, 17, 8] provides estimation for the size of intermediate results. Then, in terms of it, the transmission costs, the workload of local database systems and the response time of each node may therefore be estimated dynamically. Our work is applicable regardless of model used for estimation of intermediate result sizes or the probabilistic distribution utilized for derivation of average response time of a local database system. We assume some method of estimating the sizes of intermediate results to be available.
In our multidatabase system, a relation may have several replicates distributed over local databases involved in the federation. Then, for each relation, the FSM (federeted system manager) maintains a list of the names of its replicates, sorted according to the average response time of the local systems, in which they reside. Due to autonomy, a local system has the right to reject cooperation. In this case, a next replicate (residing in another local system) will be selected and the planner will be invoked once again with the rejecting local system excluded. This process repeats until a plan is generated or aborted. If a local system becomes very busy during the evaluation and its response time is severely enlarged, we can treat it as a rejecting one, getting it off, selecting another replicate and 
executing the planner again. (Due to space limitation, the detailed discussion on this issue is shifted to our another paper in preparation.)
Dynamic time table and constrained topological order
As stated above, the change of workload as the join operations proceed should be considered. To this end, we define the following data structure to address this problem. For example, for the tree with the node allocation, shown in Fig. 7 (a), we have a dynamic time table as shown in Fig.  7(b) , where each node in the tree is associated with a threeelement tuple: (l, rt, S). Here, l is a label to indicate that the relation or the join operation represented by the corresponding node resides or will be executed at l (or in DB l ), rt represents the response time of the subtree rooted at this node and S stands for the estimated size of the result of the operation represented by this node.
Definition 3 A dynamic time
The elements in such a data structure will be used and dynamically changed during the execution of the following algorithm for join plan generation. Especially, the node identifier will be utilized to support a recursive modification of information associated with the nodes during the tree transformation. For this purpose, we need another concept.
Definition 4
Let T be a tree and DTT its dynamic time then v i is before v j .
Note that not for all DTTs there exists a constraint topological order since in some DTTs the element order in a list may be reverse to the topological order. If in a DTT, all lists are not reverse to the topological order, we say that this DTT is consistent (with the topological order). Therefore, for any consistent DTT, a constraint topological order can always be found. In fact, any DTT created in the following algorithm is consistent. It is because the lists in the DTT are produced dynamically in a bottom-up way. We need the constraint topological order to support recursive modification of the information associated with tree nodes.
The difference between topological order and constrained topological order can be seen from The following proposition is important for our recursive algorithm.
Proposition 2 Let T be a tree and DTT a consistent dynamic time table associated with it. If DTT contains only O(n) elements, where n is the number of the nodes in T, then a constrained topological order of T with respect to DTT can be found in O(n) time.
proof. We construct a graph G from T and DTT by adding edges (a, b) to T if there exist l and r in DTT such that a = dt- is not an edge of T. Since DTT contains only O(n) elements, G can be constructed in O(n) time. Furthermore, since DTT is consistent, G contains certainly no cycles. Then, we can use the algorithm discussed in [10] to find a topological order for G in linear time. That topological order found for G is a constrained one for T with respect to DTT.
Recursive algorithm
With the help of DTT and CTO, we can develop a general recursive algorithm for tree balance and node allocation. It works in the same way as that discussed in Section 2, but with the cost computation and dynamic node allocation integrated. The input of the algorithm is a left deep join tree as for the algorithm given in Section 2. Each node is associated with a triple of the form: (l, S, j), where l and S have the same meaning as explained above, and j is used to indicate that the node corresponds to the j-th operation performed at site l. (Then, the corresponding response time is dt- Fig. 9 (a) below for illustration.)
In the description of the general recursive algorithm below, we will show how to calculate triples for each node and how to evaluate the elements of the dynamic time 
If dt-table(i) is empty, dt-table(i)[last] returns 0.
Procedure tree-balance-node-allocation(LDT, root) (*LDT stands for a left deep (or bushy) join tree; root represents its root.*) begin if the height of LDT h = 1 then return; let LDT ′ be the left child subtree of root; let a be the root of LDT ′; call tree-balance-node-allocation(LDT ′, a); (*recursive call of treetransformation*) let T ′ be the balanced bushy join tree found by tree-balance -node-allocation(LDT ′, a); perform a depth-first traversal of T ′ to find a time improving LAN in T ′; if lan is such a node found in T ′, for which the TIEB-transformation can be applied and at the same time, it is the best compared to the other transformable nodes then {make the TIEB-transformation as below: (i) remove root and its right child subtree from LDT;
(ii) Replace the lan's right subtree with the join node N (representing the join operation between it and root's right subtree). Let N k and N j be the roots of the lan's left subtree and the root's right subtree, respectively. Let (l k , S k , p) be the triple associated with N k and (l j , S j , q) with N j . Assume (l, S, r) to be the triple being associated with the new join node N. Then, l, S, i and the response time rt can be calculated as follows:
l = h, where h is such a label that
r = |dt-table(l)| + 1 (10) (iii) Change the corresponding item in the dynamic time table:
(iv) (*Since lan's right child is now the new join node which may have a different response time, the triple associated with lan has to be changed to reflect this fact. Then, the triples associated with those nodes representing the join operations after lan but at the same site should also be modified. Further, the triple associated with lan's father node should also be modified, giving rise to the modification of some operations at the same site. This process repeats until the root of the entire tree or a node associated with (_, _, _) is encountered. Fortunately, with the help of the dynamic time table, all such modifications can be made in O(n) time in a constrained topological order.*) (*) Find the constrained topological order of the current tree with respect to the DTT: 
Let h be such a label such that
estimate anew the result size: S = size-estimation(S k , S j );} i ← i+1; until v i is empty or the triple associated with v i is (_, _, _); } else {Let (l k , S k , p) and (l j , S j , q) be the triples associated with the left and right child of root; The triple associated with root must be of the form: (_, _, _).
Calculate the values of the triple for root in terms of (7), (8), (9) and (10); Change the dynamic time table in terms of (11) . } return; end
In the above algorithm, formula (7) reflects the intention that an operation can not be performed at a site until both operands have arrived at it and at the same it is idle. In terms of (7), we have (8) to determine the label marking the corresponding node. Formula (9) is the estimation of the result size. A lot of methods can be used for this purpose [15, 17, 8] . In our implementation, we do this task as discussed in Appendix B of [8] . Formula (10) and (11) are trivial. They are used to change the dynamic time table. If a LAN can not be found, we simple calculate the triple and the response time for the root of the current subtree in terms of formulas (7) - (11).
Special attention should be paid to the statement marked with *, by which a constrained topological order will be found. In this order, starting from the current LAN, the triples of all non-base nodes will be changed. We do this in a constrained topological order since the "dependency" among nodes has to be followed to make a correct evaluation of response times. The recursive modification happens within the "repeat-until" loop following the statement marked with *. It repeats until the tree node or a node with (_, _, _) is encountered.
At last, we notice that the time complexity of the recursive modification is bounded with O(n) because we have at most n values in the entire dynamic time table.
In the following, we make a sample trace to show how the above algorithm works.
Example 3.
We consider a multidatabase consisting of four local databases DB i (i = 1, 2, 3, 4). Assume that the transmission cost matrix and the current load measurements are the same as shown in Fig. 5 (a) and (b) (for readability, the table shown in Fig. 6 is not used for the sample trace) and
is the left deep join tree to be balanced, where R i (i = 1, 2, 3, 4, 5) represents a relation residing in local systems.
For simplicity, we assume that initially the response time of each DB i for the base relation is 0. Therefore, at the beginning, the left deep join tree and the dynamic time table is of the form as shown in Fig. 9 (a) and (b).
Then, four recursive calls will be executed successively: Note that LDT 4 contains only a single node h. The control will then be returned to tree-balance-node-allocation(LDT 3 , f), in which the triple associated with f and the response time of f for the corresponding join operation will be evaluated as below: Accordingly, the tree and the dynamic time table will be changed as shown in Fig. 10(a) and (b) . Here we simply assume the result size to be 7000 for clarity. But it can always be estimated using the method proposed in [8] .
Afterwards, the control is switched over to tree-balancenode-allocation(LDT 2 , d) and the triple for d and the corresponding response time of d will be calculated: rt = min{15.95, 13.0, 14.35, 18.4} = 13.0.
As above, the other relevant values can also be determined (see Fig. 11 ). 
DB i
response times When the control is returned to tree-balance-node-allocation(LDT, a), a LAN is found and the corresponding transformation is made as shown in Fig. 13(a) and (b) .
Here, the new node a' represents a join operation between R 3 and R 4 . The response time is calculated in terms of formula (7): rt = min{13.5, 25.0, 6.65, 12.0} = 6.65.
Due to this transformation, a recursive modification of the tri- According to the size and the response time of the new join node, the tree and the dynamic time table will be changed in a first step as shown in Fig. 14(a) and (b) .
Here, the response time of node d is anew computed: rt = min{17.95, 14.85, 14.65, 19} = 14.65. and the size is estimated again because the result size of the new join operation is different from that of its original right child node.
In the second step, since node e is a base relation, no modification happens. At last, the triple associated with node b is changed as shown in Fig. 15 .
Here, rt = min{23.7, 20.65, 22.3, 26.65} = 20.65.
In the following, we show that using our recursive algorithm, the load is "evenly" distributed over the local database systems involved in federation. Only in the case that the communication cost to a local database system is high or its performance is low on its own, the algorithm may avoid assigning tasks to it even if its workload remains low. To show this, we denote L1 and L2 to be two sites. At L1, the join operations (assigned to it) are finished first, while at L2 the tasks (assigned to it) are finished last. Consider the last join operation assigned to L2. In terms of formula (7) 
Conclusion
In this paper, a new method for bushy join tree production is discussed, including both join tree balance and node allocation.
The generation of balanced join trees from a join sequence since is in essence a NP-hard problem [11] . Thus, we can try only an approximately optimal solution. For this purpose, we extend the basic transformation step used in [6] and develop a recursive algorithm to obtain more balanced join trees. This algorithm is significantly better than the one found in [6] . Further, to get a reasonable node allocation, we introduce the concepts of the dynamic time table and the constrained topological order so that not only the load states of the local systems, but also their dynamic change as the joins proceed can be handled. The time complexity of our algorithm is O(n 2 ), same as Du's but much better than Evrendilek's. At last, the queuing theory is utilized to calculate the response times of local database systems in terms of their actual load states.
